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Heatmap showing top 50 most differential genes by false discovery rate (FDR) between groups Ohr

and 24hr as defined by Time, with the FDR calculation adjusting for Pool.
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ENSGALGD0000D05ETE § CDX1
ENSGALGDD00000030G / LADA
ENSGALGDDOD0D30238 / SERPINDA
ENSGALGOD000005541 / GJB1
ENSGALGODODDD00824 / WA
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Heatmap showing top 50 most differential genes by false discovery rate (FDR) between groups 96hr
and 168hr as defined by Time, with the FDR calculation adjusting for Pool.



